Supplementary Movie
Movie 1. Typical molecular dynamics simulation of the Aβ42 amyloid fibril. Figure S1 . Solvent-accessible surface area (SASA) of each peptide in (a) the Aβ42 amyloid fibril and (b) the Aβ40 amyloid fibril.
Supplementary Figures
Solvent-accessible surface area (SASA) 1 around the backbone atoms of each Aβ peptide was calculated, as shown in Fig. S1 . SASA at both ends are larger than those in the center region. This is because both ends are exposed to water.
Furthermore, SASA at the odd end is larger than that at the even end. This is clearly shown in the Aβ42 amyloid fibril, although it is less clear in the Aβ40 amyloid fibril. However, SASA of the second peptide from the odd end (i.e. 19th
peptide) is larger than that of the second peptide from the even end (i.e. 2nd peptide) both in the Aβ42 and Aβ40 amyloid fibrils. This means that the odd end is open and water molecules can access into the inside of the amyloid fibril. 
where α is an index for an atom in peptide i and β is that for an atom in any peptide. The constants of ε and σ are depth 
